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Abstract
Non-alcoholic fatty liver disease (NAFLD) refers to the accumulation of fat in the liver tissue that is usually
associated with metabolic disorders. Traditionally, the disease is regarded as a spectrum of pathological
conditions ranging from simple steatosis (SS) to non-alcoholic steatohepatitis (NASH) and hepatic fibrosis
with progression to cirrhosis. However, so far, there is no available explanation for the disease progression.
Several signaling pathways such as transforming growth factor (TGF)-β, hedgehog (HH), and yes-associated
protein 1 (YAP)/transcriptional coactivator with PDZ-binding motif (TAZ) signaling are attributed to the
NAFLD pathogenesis. TGF-β1 pathway component expression aligns with HH pathway ligands expression
elevate in NASH cirrhosis while they decrease in SS. YAP and TAZ are two transcriptional co-activators
from the Hippo signaling pathway. Similarly, the TAZ level (but not YAP1) is higher in NASH cirrhosis
compared to SS. In addition, these three signaling pathways have little molecular similarity but their
changes are totally similar in SS and NASH cirrhosis. The present review discusses the main changes in the
expression of TGF-β, HH, and YAP/ TAZ pathway components in SS and NASH cirrhosis. It is hoped that
these data provide a better understanding of the mechanisms that underlie the pathophysiology of NAFLD.
Keywords: Amphiregulin, Hedgehog, Hippo signaling pathway, Liver cirrhosis, Non-alcoholic fatty liver
disease, Non-alcoholic steatohepatitis

Background
Currently, fatty liver is considered as one of the most
important causes of liver disease and fatty liver disorders
are generally divided into alcoholic fatty liver disease and
non-alcoholic fatty liver disease (NAFLD). NAFLD refers
to the aggregation of fat in the liver tissue, which typically
related to metabolic disorders (1). The prevalence of
NAFLD is increasing due to the epidemy of obesity so that
25% of the world population is infected with NAFLD.
During the last decade, NAFLD has been described as the
most prevalent cause of chronic liver disease in the world.
In other words, NAFLD is considerably progressed in
developed countries, and it is predicted that until 2020,
NASH becomes the main cause of liver transplantation
in the United States (2). Similar to many chronic liver
diseases, most people with NAFLD have no clinical
symptoms. According to Lim et al (3), NAFLD includes a
range of pathological conditions that range from benign to
acute form, including simple steatosis (SS), non-alcoholic
steatohepatitis (NASH), progressive inflammation, fibrosis,
cirrhosis, and eventually, hepatocellular carcinoma (HCC).

NASH is a NAFLD case in which the accumulation of
lipids within hepatocytes is associated with inflammation
and varying degrees of fibrosis. In 12 to 40% of cases, SS
progresses to NASH, and in 10 to 15 years, 15% of these
patients develop advanced liver fibrosis (4). Although the
exact mechanism of the progress of this disorder is still
unknown, it has recently been suggested that, for the most
part, SS cannot progress to NASH, and they are described
as 2 different diseases. Therefore, the accurate and effective
identification of the conditions leading to the creation of
NASH is essential for proper therapeutic interventions.
Accordingly, the present study reviewed and discussed the
most important factors associated with signaling pathways
involved in the development of this disorder in 3 groups
including control liver tissue (histologically normal liver
tissue), liver tissue with SS and the cirrhosis of the liver
tissue derived from NASH.
Recent studies have challenged the progress of NAFLD
of SS to NASH. It is shown that in the steatosis stage, the
major fat accumulated in hepatocytes is triglyceride which
is not hepatotoxic (5). In this regard, it is observed that
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most of these patients have a steady state over time and
rarely progress to the NASH stage (6). On the contrary,
in the NASH stage, an accumulation of hepatotoxic lipids
is observed, including diacylglycerol, saturated fatty acids,
cholesterol, and phospholipids in the liver cells (7).
Hedgehog Signaling Pathway
Hedgehog (HH) is a morphogenic signaling pathway that
helps the regulation of fibrotic responses in the liver (8). Our
experiments showed that the expression of HH signaling
ligands (i.e., sonic hedgehog: SHH and Indian hedgehog:
IHH) was significantly lower in liver samples with SS in
comparison to NASH-related cirrhosis and the control
liver tissue (9). The presence of damaged hepatocytes in
the liver tissue of NASH is one of the most important
aspects of the distinction between NASH and SS. These
hepatocytes are important sources of HH ligands (10)
since the high amounts of HH pathway ligands is observed
in human and animal NASH specimens. In addition, there
is a direct relationship between the severity of liver disease
and the activity of the HH pathway in the NAFLD from
the NASH phase (11). Further investigations indicated
that the expression of HH ligands in the liver tissue of
patients with NASH cirrhosis was significantly higher than
their expression in the liver tissue with SS (9). Although
the mechanisms leading to the low expression of HH
ligands in the liver tissue with SS have not been identified,
the lack of the progression of SS to NASH has been
reported recently (10). Our experiments are consistent
with this theory of differentiation between SS and NASH.
It is found that increasing the activity of the HH pathways
results in the loss of white adipose tissue and the prevention
of the formation of brown adipose tissue (12). Further,
the activation of the HH pathway is confirmed to lead to
the inhibition of lipogenesis in mammals (13). Contrary,
it is reported that the mutation of the Smo protein leads
to an increase in the expression of the enzymes involved
in fatty acids, cholesterol, and triglyceride synthesis,
resulting in high levels of adipogenesis and ultimately
steatosis (14). It is worth mentioning that this protein is
one of the mediators of the HH signaling pathway and its
mutation causes impairment in the HH signaling pathway.
These findings indicate an inverse relationship between
lipogenesis and HH pathway activity. Therefore, the low
activity of the HH pathway can be one of the causes of
making SS in the person.
Regarding the inhibitory effect of HH pathway on
lipogenesis, this question arises that how the activity of this
pathway and the accumulation of fat in the liver lead to
liver fibrosis. Various studies investigated the relationship
between the activity of the HH pathway and the creation
of SS. For example, it was revealed that an increase in the
activity of the HH ligands in hepatocytes with steatosis
reduces lipid accumulation and modulates its metabolism

(14). Furthermore, the exposure of NASH mouse model
to SHH ligand in a short time leads to fibrosis and then
cirrhosis and HCC (15). On the other hand, it is observed
that the prevalence of steatosis increases in patients with a
defect in the SHH pathway. This finding is confirmed by
animal studies as well (16). In addition, the mutation in
the mouse liver Gli2 protein (one of the mediators of HH
pathway that plays a role in expressing various genes and its
mutation leads to the impairment of HH pathway), and then
its exposure to high-fat diet causes reduced inflammation
and fibrosis. These results are consistent with the finding of
a previous study indicating that individuals with a mutated
Smo gene were resistant to the progress of NAFLD (17).
It is noteworthy that the exposure of normal hepatocytes
with saturated fatty acids and lysophospholipids results in
an increased expression of HH signaling pathway ligands
(11). Therefore, there is a little chance that the expression of
HH ligand in individuals with steatosis would be reduced
due to exposure to lipid accumulation. Based on previous
evidence, the basic activity of the HH pathway is necessary
to prevent steatosis. Contrarily, steatosis development
is likely due to a change in the mechanisms involved in
the regulation of HH ligand expression. In other words,
the reduction of the expression of the HH ligand leads to
steatosis, but it prevents its progress toward NASH and
NASH-related fibrosis. However, this issue requires more
studies to indicate the low level of HH ligand expression in
individuals with liver steatosis.
YAP/TAZ Signaling Pathway
Recent research on NAFLD has shifted to a new signaling
pathway called yes-linked protein1 (YAP1)/PDZ-binding
motif (TAZ). TAZ and YAP proteins are the ultimate
goal of the Hippo pathway (18). Interestingly, in our
recent study, TAZ expression in the liver tissue with SS,
consistent with changing the level of HH ligands, was
significantly lower than that of the control group (9). In
some previous studies, it was suggested that the induction
of TAZ expression is not a common feature of chronic liver
disorders, and its expression is largely limited to those that
are associated with steatosis, inflammation, and fibrosis
(19, 20). In this regard, it was reported that inhibiting
TAZ expression in hepatocytes leads to a reduction in the
histological characteristics of NASH, along with a reduction
in the expression of fibrogenic and inflammatory genes.
Conversely, the excessive expression of TAZ in hepatocytes
causes an increase in histological characteristics of NASH
(21). Further investigation revealed that there was a direct
and significant relationship between TAZ expression
and HH ligands in the liver tissue (9). The results of our
recent study are in line with those of other studies that
highlighted the effect of TAZ activity on the expression of
HH ligands expression. These studies initially confirmed
the interaction between TAZ and the regulatory regions of
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the IHH gene. Subsequently, they showed that inhibiting
and depleting the TAZ gene resulted in inhibiting and
reducing the expression of IHH in the mouse NASH
model. More importantly, the increased expression of IHH
in the mouse hepatocytes of NASH model results in the
loss of positive effects of TAZ silence on these models. In
other words, if we increase the expression of IHH in mouse
hepatocytes of NASH, the TAZ shutdown is no longer
able to reduce the histological characteristics of NASH,
as well as the expression of fibrogenic and inflammatory
genes (21). In summary, this evidence confirms the effect
of TAZ on the regulation of HH expression.
In contrast to the remarkable role of TAZ, our recent
experiments showed that YAP1 expression does not differ
between liver tissue with steatosis and the control liver
tissue (22). However, in a study in NASH mouse model,
the results represented that YAP1 nuclear expression
in the liver tissue is directly related to the severity of
fibrosis and the accumulation of the cells with positive
α-smooth muscle actin (23). The interpretation of this
result is a bit complicated. Based on the evidence, the
main role of YAP1 is to primarily interfere with liver cell
renewal during hepatic injury and has a negligible role in
inducing the liver fibrosis (22,24). It was reported that
the overexpression and nuclear localization of YAP1 could
result in hepatomegaly (23) and HCC (25). Further, it
was shown that overexpression of YAP1 cannot induce the
liver fibrosis in murine models (26). However, the YAP1
pathway needs more studies during NAFLD progress.
TGF-β1 Signaling Pathway
The significance of the TGF-β1 pathway is identified in
the progression of fibrosis. Furthermore, TGF-β1 and
HH pathways control various aspects of the process such
as embryo development and cancer progression. Several
studies suggested that these pathways are overlapping in
their functions (23, 27). It is shown that HH pathway
induces the expression of TGF-β1 family members in
gastric cancer cells (28) while the pharmacologic inhibitors

of the HH pathway in the lung cancer cells inhibit the
activity of TGF-β1 pathway (29). TGF-β1 is one of the
main pathways for the regulation of myofibroblastic cell
function and communication and its activity increases in
fibrotic tissues, leading to the accumulation of R-Smads
(Smad2 + Smad3) with an increase in the expression of the
target genes of this pathway (18). Based on the findings
of another previous study, the expression of the TGF-β1
gene in the liver tissue with steatosis was significantly lower
than that of the control liver tissue (22). Moreover, the
expression of connective tissue growth factor (CTGF) and
amphiregulin (AREG) genes (that contribute to fibrosis as
the target genes of the TGF-β1 pathway) is significantly
lower in the liver tissue with steatosis compared to NASHrelated cirrhosis (22). Another important finding was
the significant reduction in the levels of Smad2/3 and
P-smad2/3 proteins in liver tissues with steatosis compared
to the control liver tissue (9). These proteins are considered
as the main intermediaries of the TGF-β1 pathway,
and their reduction reflects a decrease in the activity of
TGF-β1 signaling pathway. Investigating the relationship
between TGF-β1 and HH signaling pathways showed that
the expression of SHH ligand is directly related to the
expression of the TGF-β1 gene, as well as Smad2/3 and
P-Smad2/3 proteins (9, 22).
Additionally, the HH pathway involves in differentiating
hepatic stellate cells (HSCs) into myofibroblasts (11).
Similarly, SHH is one of the important ligands of the
HH signaling pathway, which is synthesized and secreted
in adults mainly by damaged hepatocytes instead of the
normal hepatocytes. In addition, the expression of this
ligand increases with the binding of lipids, especially
fatty acids (30,31). Similarly, SHH ligand increases the
expression of TGF-β1, CTGF, and AREG genes that play
a significant role in fibrosis of hepatic stellate cells (7).
Further, these genes mainly contribute to converting HSCs
into myofibroblasts and thus creating fibrosis. Therefore,
it is likely that the low expression of the fibrogenic genes
in steatosis patients is due to the low activity of the HH
pathway (Figure 1). Overall, the finding suggests that

Figure 1. Differences in the Nature of Accumulated Fat and Different Expression of TGF-β1, YAP/TAZ, and HH Pathway Components in Simple Steatosis and
NASH Cirrhosis
Note. SHH: Sonic hedgehog; IHH: Indian hedgehog; TGF-β: Transforming growth factor-β; YAP1: Yes-associated protein1; NASH: Non-alcoholic steatohepatitis.
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mechanisms that reduce the level of HH ligands in the liver
tissue with steatosis can also affect the activity of TGF-β1
pathway. In this regard, we investigated the relationship
between TGF-β1 and TAZ pathways and found that the
expression of TAZ was directly related to the expression of
the Smad2/3 and P-Smad2/3 proteins (9). This result is in
line with the findings of studies which suggested that TAZ
is related to the TGFβ-Smad pathway during the fibrosis
of many tissues (32,33).
Conclusion
Based on the findings, a significant reduction in the
expression of HH ligands is regarded as one of the major
causes of SS and this change may simultaneously prevent
the development of this disorder to NASH. It is also
possible that the mechanisms that reduce the level of HH
ligands in liver tissues with steatosis can affect the activity
of the TGF-β1 pathway as well. Finally, the results showed
that TAZ may be an essential regulator for expressing HH
ligands and TGF-β1 pathway activity during liver injury
due to NAFLD.
Authors’ Contributions
SM contributed to the drafting the manuscript and approval
of the final version of the manuscript. ZK participated
in the drafting the manuscript and approval of the final
version of the manuscript; Heidar Tayebinia, contributed
to the conception of the work, revising the manuscript,
and approval of the final version of the manuscript.
Conflict of Interest Disclosures
None.
Acknowledgement
This work was supported by the Hamadan University
of Medical Sciences (Grant No. 9605032794 and
9605032894).

6.

7.

8.

9.

10.

11.

12.

13.

14.

15.

16.

17.

References
1.

2.

3.

4.

5.

Ladaru A, Balanescu P, Stan M, Codreanu I, Anca IA. Candidate
proteomic biomarkers for non-alcoholic fatty liver disease
(steatosis and non-alcoholic steatohepatitis) discovered
with mass-spectrometry: a systematic review. Biomarkers.
2016;21(2):102-14. doi: 10.3109/1354750x.2015.1118542.
Mahady SE, George J. Management of nonalcoholic
steatohepatitis: an evidence-based approach. Clin Liver Dis.
2012;16(3):631-45.
doi:
10.1016/j.cld.2012.05.003.
Lim JW, Dillon J, Miller M. Proteomic and genomic studies
of non-alcoholic fatty liver disease--clues in the pathogenesis.
World J Gastroenterol. 2014;20(26):8325-40. doi: 10.3748/
wjg.v20.i26.8325.
Nuno-Lambarri N, Barbero-Becerra VJ, Uribe M, ChavezTapia NC. Mitochondrial molecular pathophysiology of
nonalcoholic fatty liver disease: a proteomics approach. Int J
Mol Sci. 2016;17(3):281. doi: 10.3390/ijms17030281.
Yamaguchi K, Yang L, McCall S, Huang J, Yu XX, Pandey SK, et
al. Inhibiting triglyceride synthesis improves hepatic steatosis
but exacerbates liver damage and fibrosis in obese mice with

18.

19.

20.

21.

22.

nonalcoholic steatohepatitis. Hepatology. 2007;45(6):136674. doi: 10.1002/hep.21655.
Adams LA, Lymp JF, St Sauver J, Sanderson SO, Lindor KD,
Feldstein A, et al. The natural history of nonalcoholic fatty liver
disease: a population-based cohort study. Gastroenterology.
2005;129(1):113-21. doi: 10.1053/j.gastro.2005.04.014.
Machado MV, Diehl AM. Pathogenesis of nonalcoholic
steatohepatitis. Gastroenterology. 2016;150(8):1769-77. doi:
10.1053/j.gastro.2016.02.066.
Sicklick JK, Li YX, Choi SS, Qi Y, Chen W, Bustamante M, et al.
Role for hedgehog signaling in hepatic stellate cell activation
and viability. Lab Invest. 2005;85(11):1368-80. doi: 10.1038/
labinvest.3700349.
Khajehahmadi Z, Mohagheghi S, Nikeghbalian S, Geramizadeh
B, Khodadadi I, Karimi J, et al. Downregulation of Hedgehog
Ligands in Human Simple Steatosis May Protect Against
Nonalcoholic Steatohepatitis: Is TAZ a Crucial Regulator?
IUBMB Life. 2019. doi: 10.1002/iub.2068.
Yilmaz Y. Review article: is non-alcoholic fatty liver disease
a spectrum, or are steatosis and non-alcoholic steatohepatitis
distinct conditions? Aliment Pharmacol Ther. 2012;36(9):81523. doi: 10.1111/apt.12046.
Verdelho Machado M, Diehl AM. Role of hedgehog signaling
pathway in NASH. Int J Mol Sci. 2016;17(6). doi: 10.3390/
ijms17060857.
Pospisilik JA, Schramek D, Schnidar H, Cronin SJ, Nehme
NT, Zhang X, et al. Drosophila genome-wide obesity screen
reveals hedgehog as a determinant of brown versus white
adipose cell fate. Cell. 2010;140(1):148-60. doi: 10.1016/j.
cell.2009.12.027.
Suh JM, Gao X, McKay J, McKay R, Salo Z, Graff JM. Hedgehog
signaling plays a conserved role in inhibiting fat formation. Cell
Metab. 2006;3(1):25-34. doi: 10.1016/j.cmet.2005.11.012.
Matz-Soja M, Rennert C, Schonefeld K, Aleithe S, Boettger J,
Schmidt-Heck W, et al. Hedgehog signaling is a potent regulator
of liver lipid metabolism and reveals a GLI-code associated
with steatosis. Elife. 2016;5. doi: 10.7554/eLife.13308.
Chung SI, Moon H, Ju HL, Cho KJ, Kim DY, Han KH, et al.
Hepatic expression of Sonic Hedgehog induces liver fibrosis
and promotes hepatocarcinogenesis in a transgenic mouse
model. J Hepatol. 2016;64(3):618-27. doi: 10.1016/j.
jhep.2015.10.007.
Guillen-Sacoto MJ, Martinez AF, Abe Y, Kruszka P, Weiss
K, Everson JL, et al. Human germline hedgehog pathway
mutations predispose to fatty liver. J Hepatol. 2017;67(4):80917. doi: 10.1016/j.jhep.2017.06.008.
Haas JT, Francque S, Staels B. Pathophysiology and
mechanisms of nonalcoholic fatty liver disease. Ann Rev
Physiol.
2016.10;78:181-205
Piersma B, Bank RA, Boersema M. Signaling in fibrosis: TGFbeta, WNT, and YAP/TAZ converge. Front Med (Lausanne).
2015;2:59. doi: 10.3389/fmed.2015.00059.
Friedman SL, Lee YA. Devilish effects of Taz in nonalcoholic
steatohepatitis. Cell Metab. 2016;24(6):771-2. doi: 10.1016/j.
cmet.2016.10.006.
Mohseni R, Karimi J, Tavilani H, Khodadadi I, Hashemnia
M. Carvacrol ameliorates the progression of liver fibrosis
through targeting of Hippo and TGF-beta signaling pathways
in carbon tetrachloride (CCl4)-induced liver fibrosis in rats.
Immunopharmacol Immunotoxicol. 2019;41(1):163-71. doi:
10.1080/08923973.2019.1566926.
Wang X, Zheng Z, Caviglia JM, Corey KE, Herfel TM, Cai
B, et al. Hepatocyte TAZ/WWTR1 Promotes Inflammation
and Fibrosis in Nonalcoholic Steatohepatitis. Cell Metab.
2016;24(6):848-62. doi: 10.1016/j.cmet.2016.09.016.
Mohagheghi S, Geramizadeh B, Nikeghbalian S, Khodadadi I,
Karimi J, Khajehahmadi Z, et al. Intricate role of yes-associated
protein1 in human liver cirrhosis: TGF-beta1 still is a giant

Avicenna J Med Biochem, Volume 6, Issue 2, 2018

29

Mohagheghi et al
player. IUBMB Life. 2019. doi: 10.1002/iub.2052.
23. Machado MV, Michelotti GA, Pereira TA, Xie G, Premont R,
Cortez-Pinto H, et al. Accumulation of duct cells with activated
YAP parallels fibrosis progression in non-alcoholic fatty
liver disease. J Hepatol. 2015;63(4):962-70. doi: 10.1016/j.
jhep.2015.05.031.
24. Yimlamai D, Christodoulou C, Galli GG, Yanger K, PepeMooney B, Gurung B, et al. Hippo pathway activity influences
liver cell fate. Cell. 2014;157(6):1324-38. doi: 10.1016/j.
cell.2014.03.060.
25. Anakk S, Bhosale M, Schmidt VA, Johnson RL, Finegold
MJ, Moore DD. Bile acids activate YAP to promote liver
carcinogenesis. Cell Rep. 2013;5(4):1060-9. doi: 10.1016/j.
celrep.2013.10.030.
26. Machado MV, Michelotti GA, Pereira TA, Xie G, Premont R,
Cortez-Pinto H, et al. Accumulation of duct cells with activated
YAP parallels fibrosis progression in non-alcoholic fatty
liver disease. J Hepatol. 2015;63(4):962-70. doi: 10.1016/j.
jhep.2015.05.031.
27. Javelaud D, Pierrat MJ, Mauviel A. Crosstalk between
TGF-beta and hedgehog signaling in cancer. FEBS Lett.
2012;586(14):2016-25. doi: 10.1016/j.febslet.2012.05.011.
28. Yoo YA, Kang MH, Kim JS, Oh SC. Sonic hedgehog signaling
promotes motility and invasiveness of gastric cancer cells

30

Avicenna J Med Biochem, Volume 6, Issue 2, 2018

29.

30.

31.

32.

33.

through TGF-beta-mediated activation of the ALK5-Smad 3
pathway. Carcinogenesis. 2008;29(3):480-90. doi: 10.1093/
carcin/bgm281.
Maitah MY, Ali S, Ahmad A, Gadgeel S, Sarkar FH. Upregulation of sonic hedgehog contributes to TGF-beta1induced epithelial to mesenchymal transition in NSCLC
cells. PLoS One. 2011;6(1):e16068. doi: 10.1371/journal.
pone.0016068.
Farzan SF, Singh S, Schilling NS, Robbins DJ. The adventures
of sonic hedgehog in development and repair. III. Hedgehog
processing and biological activity. Am J Physiol Gastrointest
Liver
Physiol.
2008;294(4):G844-9.
doi:
10.1152/
ajpgi.00564.2007.
Machado MV, Diehl AM. Hedgehog signalling in liver
pathophysiology. J Hepatol. 2018;68(3):550-62. doi:
10.1016/j.jhep.2017.10.017.
Liu F, Lagares D, Choi KM, Stopfer L, Marinkovic A, Vrbanac V,
et al. Mechanosignaling through YAP and TAZ drives fibroblast
activation and fibrosis. Am J Physiol Lung Cell Mol Physiol.
2015;308(4):L344-57. doi: 10.1152/ajplung.00300.2014.
Szeto SG, Narimatsu M, Lu M, He X, Sidiqi AM, Tolosa MF, et al.
YAP/TAZ Are Mechanoregulators of TGF-beta-Smad Signaling
and Renal Fibrogenesis. J Am Soc Nephrol. 2016;27(10):311728. doi: 10.1681/asn.2015050499.

